show relative force traces following the fatigue protocol. The timepoints at the end of the fatigue (post-fatigue) and recovery (10 min recover) are indicated by arrowheads. These values were used to generate the data shown in Fig. 1C and Fig 2D. rd and 6 th eccentric contractions (20% LO) performed on young EDLs. C) Shows the shift in force frequency following the eccentric contraction protocol, and details the calculation of the force deficit displayed in Fig 1D. E) Shows representative force traces following the 3 eccentric contractions (15% LO) performed on aged EDLs. F) Shows the shift in force frequency following the eccentric contraction protocol, and details the calculation of the force deficit displayed in Fig 2C. Data shown as mean ± SEM, One-way ANOVA, *p < 0.05, **p<0.01, ***p < 0.001, ****p<0.0001, WT n=5, mdx n=6, dKO n=6. 
Supplementary Figure 4:
Quantitative real-time PCR (RT-qPCR) of Pgc1-α A) normalised to the geometric mean of four non-significantly different reference genes (Actb, Rer1, Rpl41 and Rn18s) shows a 2-fold increase in Pgc1-α mRNA and B) absolute mRNA expression. Data shown as mean, + SEM, n = 6 mdx; n = 5 dKO. One-way ANOVA, ** P = <0.01. C and D) Show no difference in the protein expression of Pgc1-α. Data shown as mean, + SEM, n = 4 mdx; n = 4 dKO. mdx show a significantly larger force deficit following 3 15% eccentric contractions than both WT and dKO (Actn3 +/-mdx; 70.1 ± 11.8 % loss of force). Data shown as mean ± SEM, One-way ANOVA, **p<0.01, ***p < 0.001. WT n=5, mdx n=6, Actn3 +/-mdx n=5, and dKO n=6. 
